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implications for improving appropriate therapy of bloodstream infections (#654)
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Ente rObaCterlaceae (E) Time to appropriate Ab was significantly longer for VRE (25.6h) and ESBL- or KPC-E

ESBL duci (50.9h) BSIs than for T2R marker-negative bacteria (6.7h; p=0.04).
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° Appropriate antibiotic (Ab) therapy of Table 1 - DESCfiptiOﬂS Of BSIS and BIOOd CU|tL|rES (BCS) Figure — Time to appropriate antibiotics
bloodstream infections (BSI) is often delayed
by time to blood culture (BC) positivity, i (115 from o 7 P=i"°4
speciation and Ab sensitivity 103 patients) (;:2//; g o0 ; 5(;;
 The T2Resistance (T2R) Panel is a direct- | — | | N=26 B
from-blood diagnostic that detects 13 T T S Other bacteria Y i f . I
E 0.71

o

* Evaluate the performance of the T2R+ Panel
in detecting targeted resistance markers
from whole blood samples of patients with Table 2 — Performance of T2R panel .
BSI due to ESKAPE bacteria “ 30% 0
on time to appropriate antibiotic therapy s"ec'ﬂ: ta'gets 0
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Receipt of appropriate therapy (%

Empiric therapy Gram stain-directed MALDI-directed Sensi-directed
vanA/B 16 100% 99% One patient with VRE intra-abdominal vanAB  mmmCTX-M/KPC —=—No markers
abscess * Patients with VRE or ESBL-/KPC-E BSI were less likely to receive appropriate empiric antibiotic (18% and 30%,

respectively) than pts with T2R marker-negative BSI (63%; p=0.02).

Positivieblood eulbire(BC) Gram stain with Gram positive CTXM-14/15 12 92% 99% One with false negative result * Median times to achieve 280% appropriate antibiotic therapy of marker-negative, VRE and CTX-M/KPC-E BSIs
CAERSIERS M cocci or Gram negative rods : S o . were 15.5h (after Gram stain), 43.9h (after MALDI) and 63.5h (after sensi), respectively.
July 2019-2020 KPC 1 100% 100% Micro lab misidentified the isolate as
ot bi00a 1005200 | [ ettt rom s s - : - Conclusions
NDM, VIM, IMP 0 - 99% . .o . .
:  There was a significant delay in appropriate Ab therapy
T2R+ Phenotypes AmpC (CMY/DHA) 1 100% 99% . ] . ]
| ; — of BSls, especially in pts infected with VRE and ESBL/KPC-
| | S—— | Compared with sequencing:
MRSA VRE (CTX)-F(ESiStant- CRE ™ Sensitivity: 92_100% E.
g : 5 .
— — * Specificity: 99-100% * T2R rapidly and accurately detected BSI caused by VRE
oreete argete Multiplex PCR | | Multiplex PCR
sequence sequence

| ! . T2R detected resistance determinants in 3-7h and ESBL{KPC-E, and has. the potential to significantly
wes wes shorten time to appropriate Ab.




